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New progress in molecular diagnostic methods for early-onset sepsis in newborns
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Abstract: Neonatal sepsis is a global health problem that seriously affects the body health and life safety of newborns. It has a higher

incidence in preterm infants, especially for early-onset sepsis (EOS) within 72 hours of birth. The diagnosis of neonatal EOS requires a

series of examinations, and early and accurate diagnosis can improve clinical outcomes and reduce antibiotic overuse in a timely manner. At

present, the commonly used biomarkers and traditional blood culture methods for EOS diagnosis have certain shortcomings, so it is urgent to

find new molecular diagnostic methods. This article summarizes and compares the early and novel diagnostic methods of neonatal EOS, in

order to provide a reference for clinical practice.
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